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(E- Family 5) 



 
(F- Family 6) 

 
 

 

 

 

(G- Family 7) 



 

 
Figure S1. Pedigrees of 7 Iranian families with mutations in seven channel-encoding genes. A 

darkened circle or square represents an individual affected by the trait. An arrow on the lower-

left corner of the individual indicates he/she is the proband. A: Pedigree of a consanguine 

family with 2 affected males with a variant in the KCNJ10 gene. B: Pedigree of a consanguine 

family with 1 affected female with a variant in the KCNQ3 gene. C: Pedigree of a consanguine 

family with 2 affected siblings (1 female and 1 male) with a variant in the KCNK6 gene. D: 

Pedigree of a consanguine family with 3 affected individuals (2 males and 1 female) with a 

variant in the CACNA1C gene. E: Pedigree of a consanguine family with 3 affected male 

siblings with a variant in CACNA1G gene. F: Pedigree of a large and extended consanguine 

family with 2 affected male siblings with a variant in SCN8A gene. G: Pedigree of a 

consanguine family with a male proband with a variant in the GRIN2B gene. 

 


